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Academic training 
10/1993-09/1995 Biology, University of Bonn (Vordiplom) 
10/1995-09/1996 Biology, University of St Andrews (Scotland) (Junior Honours, Prof. Dr. David M. Paterson) 
10/1996-10/1999 Biology, University of Bonn & FU Berlin (Diplom, Prof. Dr. Jan-Peter Frahm) 

Scientific degrees 
1999-2002  PhD, Botanisches Institut, University of Bonn (summa cum laude, Prof. Dr. Jan-Peter Frahm)  
12/2006 Habilitation, Institute of Botany, TU Dresden (Prof. Dr. Christoph Neinhuis) 

Professional career 
07/2003-08/2003 Postdoctoral Research Associate (BIOD-IBERIA), Real Jardin Botanico Madrid 

(Spain) (Dr. Jésus Muñoz) 
09/2003-03/2004 Postdoctoral Research Associate (DAAD), Virginia Tec (USA) (Prof. Dr. K. W. Hilu) 
04/2004-06/2008 Head of the “Phylogenetics and Phylogenomics Laboratory” at the Institute of 

Botany, TU Dresden (Prof. Dr. Christoph Neinhuis) 
07/2008  Professor for Plant Phylogenetics and Evolution, University of Bonn, Germany 

   Head of the Herbarium BONN,  
   Executive Director (biennially) 

Others 
Editorial board  

• Editorial Board of Plant and Fungal Systematics 
• Editorial Board of Turkish Journal of Biodiversity 

Awards/Memberships 
• PostDoc-Fellowship, German Academic Exchange Service (DAAD)  
• Hattori prize by the “International Association of Bryologists” (IAB) awarded for the best bryological 

publication in the years 2007-2008. 
• Council member and past president of the International Association of Bryologists (IAB, 

www.bryology.org) past Editor-in-Chief of Bryophyte Diversity and Evolution (www.bryodiv.org) 
• Six SYNTHESYS Awards (European Commission) 

Experience abroad (selected) 
2010-2013 Accelerated Biodiversity Assessment (ABA) (cloud forests in Ecuador) (DFG LE 1826/4) 
2013 Genetic consequences of habitat fragmentation and population size in native plants from the 

Southern Atacama Desert (FONDECYT project at the CEAZA in Chile; Lead-PI Dr. Stoll) 
2014 3transects: Unraveling the mechanisms determining the diversity of tropical plant communities 

(Ecuador, Uganda, Dominican Republic, Papua New Guinea) (DFG DQ 153/8) 
2019-2021 BIO-GEEC: German-Ecuadorian biodiversity consortium (Ecuador) (DAAD/GIZ) 
2015-2024 Earth – Evolution at the Dry Limit (Chile, Namibia, South Africa) (DFG CRC 1211) 

Expertise 
• Single molecule real time (SMRT, PacBio) sequencing & analyses 
• Evolution of land plants & character evolution 
• Biodiversity assessments & DNA-barcoding 
• Microstructural evolution & secondary structures of RNA/DNA 
• DNA sequence alignments, phylo- & population genetics 
• Molecular evolution: introns, genes & genomes 
• Interactive science 

Graduate Advisory experience 
12 PhD students plus miscellaneous Diplom-, MSc- and BSc projects  

  

https://orcid/
http://www.bryology.org/
http://www.bryodiv.org/


Current funding (since 2004 > 3.5 Mio €) 
• Earth – Evolution at the Dry Limit (CRC 1211, Co-Speaker) 

- B01: Biogeographic history of plant communities (PI) 
- B07: Desert transcriptomics: assessing the genetic basis of adaptation to aridity in desert dwellers  
           (Co-PI) 
- IRTG: Integrated research training group (Co-PI) 

• MesiCrust: Mechanisms of soil erosion under forest – the role of biological soil crusts. (Co-PI, DFG; 
PI: S. Seitz, Tübingen) 

• DBAC: DNA-Barcode Analyser for CITES species (Speaker, BfN, Co-PIs: M Nöthen UKB Bonn, B 
Hüttel MPIPZ) 

• BIO-GEEC:(German-Ecuadorian Biodiversity Consortium): Establishing barcoding pipelines for 
biological systems of public and economic relevance (Stage 1). (Speaker, DAAD/GIZ, Co-PIs L 
Podsiadlowski (ZfMK), K Müller (IEB Münster), MC Segovia Salcedo (ESPE), MC Peñuela-Mora 
(IKIAM), D Harms (CeNak), S Zarate Baca (UTN); 

• FRAMe: Farmer Resilience and Melon Crop Diversity in southern Africa. (PI, SASSCAL BMBF; joint 
application with G Maggs-Kölling (GBB, NAM), T Hedderson (UCT, RSA), E Marais (GBB, NAM), D 
Chuba (UNZA, ZAM), E Kwembeya (UNAM, NAM)). Outstanding final contract! 
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